Gata1
Tal1 Lmo2 cMyc Figure S3 A B D C and Ter119 expression, along with a graph displaying summary of data (n=3).
Bone marrow from an Epor-Cre R26-eYFP adult mouse is shown as a staining control.
(B) Relative mRNA expression of Gata1, Tal1, Lmo2 and c-Myc in untransduced TTF and bulk GTLM-transduced TTF harvested at day 5 and day 8, determined by qPCR. Primers were designed so that endogenous expression could be distinguished from total expression. Data are presented as mean ± SD (n=4-6 for iEPs, n=2 for untransduced TTF).
(C) Representative live-cell bright field, May-Grünwald Giemsa staining and Benzidin/Giemsa staining images of GTLM-iEPs generated from MEFs at day 8.
Untransduced MEFs as negative control. Scale bar live-cell bright field, 50 µm.
Scale bar cytospin, 20 µm. Bottom right, macroscopic inspection of cell pellets of GTLM-iEPs generated from MEFs and untransduced MEFs at day 8.
(D) Bright field and May-Grünwald Giemsa cytospin images of a representative red colony. D5-iEPs generated from MEFs were plated in semisolid media and 
Human fibroblast cultures
Two primary fibroblast lines were derived from human foreskin biopsies obtained with informed consent from patients. Fibroblasts were cultured in DMEM containing 10% FBS, 2 mM GlutaMAX (Invitrogen), 1% antibiotics (Invitrogen). All cell lines were maintained in an incubator (37°C, 5% CO 2 ) with media changes every second day.
Isolation of mononuclear cells from cord blood bags
Human Cord Blood bags were obtained from Banc de Sang i Teixits, Hospital Duran i Reynals, Barcelona. Mononuclear cells (MNC) were isolated from CB using Lympholyte-H (Cederlane, Ontario, CA) by density gradient centrifugation, red blood-lysis and two rounds of washing with PBS.
Cytospin and May-Grünwald Giemsa staining
Around 10,000 cells were centrifuged and resuspended in 50µL of PBS with 2% FCS. Cells were cytocentrifuged using Shandon cytospin 3 (Block Scientific, Inc., NY, USA) at 500g for 3 minutes to allow adherence to the slides. Working Giemsa solution was prepared by mixing 3mL of Giemsa stock solution (Histolabs, Gothenburg) to 60mL of distilled water. Air-dried slides were stained in May-Grünwald solution (Merck, Germany) for 5 mins, briefly rinsed with distilled water and transferred to working Giemsa solution for 10 min. The slides were finally washed in distilled water and allowed to dry before examined under the microscope.
Flow cytometry antibodies and dilutions
Anti-mouse CD71-Biotin, 1:500 (BD Biosciences), Streptavidin-Qdot605, 
Single cell qRT-qPCR and data analysis
Single YFP+ Ter119+ cells were sorted into 96-well PCR plates (Sarstedt) containing 4 µl of lysis buffer [0.4% of NP40 buffer (Sigma), 65µM of dNTP mix (Takara), 2.4mM DTT (Invitrogen), 0.5 U/µL RNAseOUT (Life Technologies) in nuclease-free water] using the index-sorting function of the Diva software and according to the gating strategy shown in Figure S4A .
Target-specific pre-amplification was performed using CellsDirect One-Step qRT-PCR Kit (Life Technologies). Pre-amplification master mix [6.25µL of 2X reaction buffer, 1µL of SuperScriptIII RT/Platinum Taq mix, 1.5µL of Taqman assays equal volume mix and 0.007µL of XenoRNA control (Ambion, Life
Technologies)] was added to each well and reverse transcription followed by pre-amplification was performed in a Biorad T100 thermal cycler using the following program: 1h at 50ºC, 2 min at 95ºC and 25 cycles of 15 sec at 95ºC
and 4 min at 60ºC. No-RT controls were treated the same way except that 
